In the title compound, C 25 H 22 N 2 O 3 , the central imidazole ring makes dihedral angles of 48.43 (10), 20.23 (10) and 75.38 (11) with the benzene ring and the two phenyl rings, respectively. The phenyl ring adjacent to the N-bonded 2-hydroxypropyl group shows the greatest twist, presumably to minimize steric interactions. In the crystal, molecules are linked by O-HÁ Á ÁN, O-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonds, forming a threedimensional network. In addition, C-HÁ Á Á interactions are also observed. 
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Cg1 is the centroid of the N1/N2/C1-C3 ring. In the title compound, Fig. 1 , the central 1H-imidazole ring (N1/N2/C1-C3) makes dihedral angles of 48.43 (10), 20.23 (10) and 75.38 (11)°, with the benzene ring (C10-C15) and two phenyl rings (C4-C9 and C20-C25), respectively.
The dihedral angle between the (C4-C9 and C20-C25) phenyl rings is 69.94 (11)°. The (C10-C15) benzene ring forms dihedral angles of 36.05 (10) and 35.91 (10)° with two the phenyl rings (C4-C9 and C20-C25), respectively. The bond lengths are comparable to those reported for similar compounds reported in the literature (Akkurt et al., 2013; Mohamed et al., 2013a,b) .
In the crystal, O-H···N, O-H···O and C-H···O hydrogen bonds link the adjacent molecules, into a three dimensional network structure (Table 1 , Fig. 2 ). Furthermore, C-H···π interactions (Table 1) are also observed in the packing of the title compound.
S2. Experimental
The title compound has been prepared according to our reported method (Mohamed et al., 2012) . Irregular colourless chunks of (I) were obtained by the slow evaporation method using ethanol as a solvent. M.p. 456 K.
S3. Refinement
All hydrogen atoms were located in geometrically idealized positions and constrained to ride on their parent atoms, with C-H = 0.93-0.98 Å, O-H = 0.82 Å and U iso (H) = 1.2U eq (C) or U iso (H) = 1.5U eq (O).
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Figure 1
Perspective view of the title molecule with 50% probability ellipsoids. ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (9) 0.0069 (6) −0.0005 (6) −0.0012 (7) C11 0.0378 (9) 0.0335 (9) 0.0293 (9) 0.0071 (7) 0.0005 (7) 0.0020 (7) C12 0.0403 (10) 0.0277 (9) 0.0361 (9) 0.0063 (7) 0.0019 (7) 0.0078 (7) C13 0.0275 (8) 0.0268 (8) 0.0327 (9) 0.0078 (7) 0.0008 (7) 0.0012 (7) C14 0.0370 (9) 0.0318 (9) 0.0284 (8) 0.0092 (7) −0.0004 (7) 0.0018 (7) C15 0.0371 (9) 0.0257 (8) 0.0353 (9) 0.0074 (7) −0.0001 (7) 0.0047 (7) C16 0.0352 (9) 0.0282 (9) 0.0343 (9) 0.0086 (7) 0.0011 (7) 0.0031 (7) C17 0.0334 (9) 0.0302 (9) 0.0341 (9) 0.0094 (7) 0.0044 (7) 0.0028 (7 Hydrogen-bond geometry (Å, º) Cg1 is the centroid of the N1/N2/C1-C3 ring. Symmetry codes: (i) −x+1, −y+3, −z+2; (ii) x−1, y, z; (iii) x−1, y−1, z; (iv) −x+1, −y+2, −z+2.
